in SUM229 cells (a) and BT20 cells (b) with three independent non-overlapping synthetic RNA duplexes (siM1, siM2, and siM3). A %GC matched RNA duplex was used as negative control as well as a mock where no RNA duplex was added. Beta-actin staining of the membranes was performed to ensure equal protein loading. SUM229 cells (a') and BT20 cells (b') were serum starved and exposed to no HGF (serum free media), active HGF (2 min) or pro-HGF (15 min). Cells were lysed and analyzed for total c-Met, activated c-Met, and its downstream targets by western blotting. SUM229 cells (a") and BT20 cells (b") were grown on culture plates and matriptase was silenced using three independent non-overlapping synthetic RNA duplexes (siM1, siM2, and siM3). A %GC matched RNA duplex was used as negative control. The cells were serum starved and exposed to either active HGF or pro-HGF for 24 h and counted. Graphs show the proliferation at 24 h after stimulation. Error bars=S.D. triplicates (*P < 0.04, **P < 0.005, ***P < 0.0008). All data are representative of four independent experiments. Scale bars = 50 µm.
